Output results of CLIME (CLustering by Inferred Models of Evolution)

Dataset:

Num of genes in input gene set: 84
Total number of genes: 20834
Prediction LLR threshold: O

The CLIME PDF output two sections:
1) Overview of Evolutionarily Conserved Modules (ECMs)

* Top panel shows the predefined species tree.

Bottom panel shows the partition of input genes into Evolutionary Conserved Modules (ECMs), ordered by
ECM strength (shown at right), and separated by horizontal lines.

Each row show one gene, where the phylogenetic profile indicates presence (blue) or absence (gray) of
homologs in each species (column).

Gene symbols are shown at left. Gray color indicates that the gene is a paralog to a higher scoring gene
within the same ECM (based on BLASTP E < le-3).

2) Details of each ECM and its expansion ECM+

* Top panel shows the inferred evolutionary history on the predefined species tree. Branch color shows the gain
event (blue) and loss events (red color, with brighter color indicating higher confidence in loss). Branches
before the gain or after a loss are shown in gray.

» Bottom panel shows the input genes that are within the ECM (blue/white rows) as well as all genes in the
expanded ECM+ (green/gray rows). The ECM+ includes genes likely to have arisen under the inferred model
of evolution relative to a background model, and scored using a log likelihood ratio (LLR).

« PG indicates "paralog group" and are labeled alphabetically (i.e., A, B). The first gene within each paralog
group is shown in black color. All other genes sharing sequence similarity (BLAST E < 1e-3) are assigned to
the same PG label and displayed in gray.
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Protein

51

CCNB1
CKAP5S

ECM 1

1.4

SPDL1

ECM 2

TPX2

0.0

ECM 3

16 genes

DNAAF1

DYNC1I1

KATNA1

KATNB1

MAPK14

PPP2CA
PPP2CB

TNKS

0.0

BIRC6
CETN1
CTDP1

ECM 4

6 genes

KIF11
KIF2A
TOPORS

0.0

CEP95
CEP19

ECM5

0.0

TOPBP1
TUBGCP4

ECM 6

9.4

RMDN3
RMDN1
RMDN2

ECM 7

0.0

TUBGCP5
TUBGCP6

ECM 8

WDRG62

LATS2

LATS1

CDC6

TUBGCP2

SBDS

—

ASPM

DCTN1

I )

NUDCD2
RANGAP1
MAD2L1
PKP4
CTNNB1
NUP62
PRC1
CDC25B
FRY
PLEKHG6
ZW10
DYNC1LI1
NEDD9

RASSF1

UMOD

RGS14

CDK5RAP2

CEP44

HAUS1

KNTC1

FBF1

ODF2

CEP89
CEP85
CENPF
CEP63

FAM83D '

RASSF10

CEP128

CSPP1
NUMA1
ALMS1
CKAP2
FAM110C

FAM110A

HAUSS

SGOL1

SPAG5

PSRC1

KNSTRN

AUNIP



Log-likelihood Ratio Scale
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Gene set "spindle pole”,

ECM 1,
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ECM Strength: 5.1

Num of Predicted Genes: 258.

Num of ECM Genes: 2.

Last Common Ancestor
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Metazoa

Fungi

Plants

Protists

Protein

PG

1/2

CCNB1
CKAP5
CCNA1l
CCNAZ2
CCNB2
CCND1
CCND2
CCNE1
CCNE2

2/3/415

6/7

8/9/10

CCNI
CCNO

CNTD2
CCNB3
LRCH1

11/12/13/14/15/16

17

CLIP3
RTN4R
LRRC30

13/18/19/20/21

STX2

22

SSB
CCND3

22

LARP6
SLC36A4

23/24125

FLII
RHOBTB2

26

LRRC4

ME2
ME3
SBF1

27

SBF2
CCNI2
ERGIC3

28

8: cyclin-dependent protein kinase holoenzyme complex [l

|
16: trans-Golgi network membrane

7: male pronucleus

6: female pronucleus
15: trans-Golgi network

Il 5: microtubule plus end ||

14: recycling endosome membrane

||  4: microtubule cytoskeleton

3: gamma-tubulin complex

2: spindle pole |

11: early endosome membrane

1: condensed nuclear chromosome outer kinetochore

17: anchored to membrane ||

26: postsynaptic membrane

23: anaphase-promoting complex

12: Golgi stack || 13: membrane raft
22: ribonucleoprotein complex

19: cell-cell junction

10: nuclear membrane

9: chromatin

25: spindle microtubule ||

24: spindle |

21: transport vesicle

20: midbody ||

18: basolateral plasma membrane
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