Output results of CLIME (CLustering by Inferred Models of Evolution)

Dataset:

Num of genes in input gene set: 10
Total number of genes: 20834
Prediction LLR threshold: O

The CLIME PDF output two sections:
1) Overview of Evolutionarily Conserved Modules (ECMs)

* Top panel shows the predefined species tree.

Bottom panel shows the partition of input genes into Evolutionary Conserved Modules (ECMs), ordered by
ECM strength (shown at right), and separated by horizontal lines.

Each row show one gene, where the phylogenetic profile indicates presence (blue) or absence (gray) of
homologs in each species (column).

Gene symbols are shown at left. Gray color indicates that the gene is a paralog to a higher scoring gene
within the same ECM (based on BLASTP E < le-3).

2) Details of each ECM and its expansion ECM+

* Top panel shows the inferred evolutionary history on the predefined species tree. Branch color shows the gain
event (blue) and loss events (red color, with brighter color indicating higher confidence in loss). Branches
before the gain or after a loss are shown in gray.

» Bottom panel shows the input genes that are within the ECM (blue/white rows) as well as all genes in the
expanded ECM+ (green/gray rows). The ECM+ includes genes likely to have arisen under the inferred model
of evolution relative to a background model, and scored using a log likelihood ratio (LLR).

« PG indicates "paralog group" and are labeled alphabetically (i.e., A, B). The first gene within each paralog
group is shown in black color. All other genes sharing sequence similarity (BLAST E < 1e-3) are assigned to
the same PG label and displayed in gray.
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Log-likelihood Ratio Scale
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ECM 1,

10 20 30 40 50 60

0

LOSS

GAIN

ECM Strength: 0.6

Num of Predicted Genes: 267.
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Protein

PG

proNs il

PFDNG6
TRIM10
TRIM11

CLINT1

3/41/5

SRI
HCFC2
MAP3K12

TRIM60
ANKRD62

652022

6/7

NUTF2
ANKRDA45

CDIPT

DGKZ
RNASEH2A

9

DHPS

TRIM4

TRIO

LOC100289085

PFKFB4

STON1-GTF2A1L

10

TAFIL

PEF1
DDX23
ASNA1

11/12

13

||

14/15

WWOX

RPS5
ATAD2B

16 /17
18

VPS53

POLE
MDH2
TMTCA4

BYSL
VPS11

19/20/21/22723

10: transcription factor TFIID complex |

18: epsilon DNA polymerase complex

9: ribonuclease H2 complex

8: lamellipodium

7: nuclear pore
16: endosome membrane

6: microtubule cytoskeleton

15: ribonucleoprotein complex

5: Z disc
23: lysosomal membrane

4: vesicle

14: cytosolic small ribosomal subunit

3: sarcoplasmic reticulum membrane ||

2: clathrin-coated vesicle

11: catalytic step 2 spliceosome

1: prefoldin complex

17: GARP complex

22: late endosome membrane

||  13: microvillus
21: HOPS complex

12: U5 snRNP

20: endosome

19: endocytic vesicle
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Metazoa

Fungi

Plants

Protists

Protein

PG

PFKFB3

PFKFB1

EP300
CSNK2B

NOTCH3

5/6

TRIM22

7/8/9/10/11/12/13

6/16

BRCA1
CDK13
ALDH1L2

GK5
CAPS

13/17/18

RPS9
PFKFB2
HSPE1-MOB4

19
20
21

EPN3

EPN1
ATP6V1H

ISCU
ZNF622

14 /22
22

PSD
PSD4

23/24/12571261/27128

28

VAMPS8

STX16
TRMT10C
TRMT10A
TRMT10B

29/30

H2AFB2

H2AFB3

31

H2AFV

31/32
29/30

H2AFZ
H2AFB1

33/34/35

SEC22B

33/34/36

TMED9

33/34/37/38/39/40

TMED2

10: filamentous actin |

9: chromosome
17: cytosolic small ribosomal subunit

8: BRCA1-BARD1 complex

16: nuclear cyclin-dependent protein kinase holoenzyme complex

6: nuclear speck | 7: BRCA1-A complex

5: Cajal body
15: ubiquitin ligase complex

3: protein-DNA complex ||  4: PcG protein complex Il

2: histone acetyltransferase complex |

1: chromatin

24: late endosome membrane

22: trans-Golgi network

14: ruffle
21: vacuolar proton-transporting V-type ATPase, V1 domain

|| 13: ribonucleoprotein complex |

20: coated pit

12: gamma-tubulin ring complex

19: clathrin-coated vesicle

11: focal adhesion

25: lysosomal membrane |

23: early endosome |

18: ribosome
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Metazoa

Fungi

Plants

Protists

Protein

PG

TMED4
TRIML1
SUPT16H

1

2/3

NOTCH1

4/5/6

718179

10/11/12/13/14
10/11/12/13

GNAI3
GNAI2

TMX2
RPL13A

15/16/17

DUS3L

18

XAB2

LNX2
DUSP21

19

COPZ1
ARFGEF1
ARFGEF2

RABGGTA

20/21/22

22123/24125/1261/27 ]

31

COASY

729549
C120rf10

32/33/34/35/36

VPS33A
TRMT112

ENTHD1
LDHALGA
ANKRD13C

UBE2Q2

TRMT1
CAPNS1
TRAPPC3L

37/38/39/40

39

VPS26A

VPS26B

19/41

COPz2
HIST1H2BE
LOC100506545

17: ribonucleoprotein complex

9: granular component
25: cytoplasmic membrane-bounded vesicle

8: Cajal body [l

16: large ribosomal subunit

7: box C/D snoRNP complex |

6: small ribosomal subunit
15: cytosolic large ribosomal subunit

14: zymogen granule
22: trans-Golgi network

5: ribosome

13: midbody

4: cytosolic small ribosomal subunit
21: small nuclear ribonucleoprotein complex

3: MAML1-RBP-Jkappa- ICN1 complex

2: acrosomal vesicle

10: extrinsic to internal side of plasma membrane

1: chromosome

24: axonemal microtubule

12: membrane raft |

11: heterotrimeric G-protein complex |

19: COPI vesicle coat

23: asymmetric synapse ||

20: nuclear matrix Il

18: catalytic step 2 spliceosome
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